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Supplementary Figure S1. Purification procedure of the inhibitor of mammosphere formation derived from aronia extracts using
SiO, gel chromatography. (A) The sample was isolated using SiO, gel chromatography with a solvent mixture [CHCl;. MeOH (20:1)].
(B) TLC plate analysis of a partially purified sample. Active fraction; #6.
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Supplementary Figure S2. Purification procedure of the inhibitor of mammosphere formation from aronia extracts using preparative
thin layer chromatography with CHCI;:MeOH (20:1). (A) Preparatory TLC chromatography containing fractions 1 and 2. (B) TLC
analysis of the prepared TLC bands after the samples were scraped and purified (fractions 1 and 2). Active fraction; 2.
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Supplementary Figure S3. Assessment of the major fractions using HPLC at two wavelengths. Samples were collected based
on the 254 and 220 nm wavelengths. Active fraction; A.
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Supplementary Figure S4. 1H NMR and 13C NMR spectra of purified sample, 3-O-trans-p-Coumaroyltormentic acid.
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Supplementary Figure S5. COSY 2D-NMR spectra of the purified sample, 3-O-trans-p-coumaroyltormentic acid.




10

Teju 2-1_Proton-2-2 jdf l
i | Il T " N

T
Teju 2-1_HMBC-1-3 jdr - s H ol

wi
[

stuadece

b1 -1 4

1100
i

1200

L]
1]
i
]
.
-
#
Py
1q) 158

.
LN
4
o
[}
T
..i,
-

180

1300

PR TO O N THPRC PO UL OO N PO
.
+
il
oo
3
—

19001300170 0160 0150 014001300120 0110.01000 900 300 700 600 300 400 300 M0 |

- . « e
™ 4 o . - H
i e - i \
3 ne v
FEE . 'R B
é 1 & - hd 4 =
EE e ® i
[l r - r - . 78 6 o an i s
oo no 3 o o P X 1 -

70 [
X : parts per Million : Proton (housandthe)

glm-‘l,r«--::u ]L . D'.'! _gh-:“m:;‘ | L R
J N N | DO i . e | | .

¥ sz
- X
E X 21 13, B [ 2.1 mamc s e |
alqu m.cn-?:‘w” f fioo 2-1_EMBC.13 80 o ,: 1 i \
3 R : E — % g i&
- \

00

Ze = =
!S i \ !
4 5
3 A s H
é v Y 3s
L i 3 L
i L} : i
i -
a -
33 93 51 98 45 43 €7 48 €5 44 03 43 11 40 15 58 37 38 5% 34 33 33 31 38 75 18 17 58 15 || & e ' e . [
OO T SR Y v e T G S R TR R Hs 4o
X spwis purbillion i Frvin Poemmntin) X parts por Milicn - Provon [ o——

Supplementary Figure S6. HMBC 2D-NMR spectra of the purified sample, 3-O-trans-p-coumaroyltormentic acid.
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Supplementary Figure S7. HMQC 2D-NMR spectra of the purified sample, 3-O-trans-p-coumaroyltormentic acid.
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3-O-trans-p-Coumaroyltormentic acid: C39H5,0,, molecular weight; 634

Supplementary Figure S8. Molecular structure of the purified sample, 3-O-trans-p-coumaroyltormentic acid.
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Supplementary Figure S9. 'H NMR and 13C NMR spectra of the purified sample, 3-O-cis-p-coumaroyltormentic acid.
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Supplementary Figure S10. COSY 2D-NMR spectra of the purified sample, 3-O-cis-p-coumaroyltormentic acid.
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Supplementary Figure S11. HMBC 2D-NMR spectra of the purified sample, 3-O-cis-p-coumaroyltormentic acid.
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Supplementary Figure S12. HMQC 2D-NMR spectra of the purified sample, 3-O-cis-p-coumaroyltormentic acid.
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3-O-cis-p-Coumaroyltormentic acid: C39H5,0,, molecular weight; 634

Supplementary Figure S13. Molecular structure of the purified sample, 3-O-cis-p-coumaroyltormentic acid.



IP : c-Myc (Mouse)

Control Trans
£ 2

IB: Anti-ubiquitin

[ ] = i v e

Supplementary Figure S14. 3-O-trans-p-Coumaroyltormentic acid (Trans) did not promote ubiquitin (Ub)-mediated proteasome
degradation of c-Myc in MDA-MB-231 cells. The cells were treated with 20 uM Trans for 24 hours and then exposed to MG-132
before lysis for immunoprecipitation (IP). Cells were lysed for Western blot (WB) analysis. Control and Trans.



